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Corrigendum
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The Authors would like to apologise for some small content errors in their text, including a mention on page 2 that the
number of S35 domain sequences had been expanded from ‘2155 to over 32 000’. This should be ‘21 155 to over 32 000’. A
spelling error in the name of Tony E. Lewis was also adapted. The paper has now been corrected online.
*To whom correspondence should be addressed. Tel: +44 2076793890; Fax: +44 2076797193; Email: jonathan.lees@ucl.ac.uk
†These authors contributed equally to the paper as first authors.
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